Product Specifications

Custormn Oligo Synthesis, antisense oligos, RNA oligos, chimerc oligos,
Fluorescent dyes, Affinity Ligands, Spacers & Linkers, Duplex Stabilizers,
Minor bases, labeled oligos, Molecular Beacons, siRMA, phosphonates
Locked Mucleic Acids (LMNA)Y; 2°-5 linked Oligos

Oligo Modifications

&, &
'{rs"ﬂ S",.rni‘l‘-‘a'c"k
For research use only. Mot for use in diagnostic procedures for clinical purposes.

2-Amino Purine ribose

) . ){‘-\ N
Category RNA Oligo Synthesis H,N N

Modification Code 2-A-rP 5"-0ligo A ANV o
Reference Catalog Number  27-6505 I
_ 9] :f-r—D o
5 Prime Y OH
3 Prime Y 2-Amino Purine ribo
Internal Y [2?'55{]5'}{}(] ? OH
Molecular Weight(mw) 329.21 D:T —0 WAWW'Qligo-3

OH

Deletion of the O6 carbonyl group of guanosine results in 2-aminopurine riboside (2-AP). The hydrogen bonding pattern of
the 2-aminopurine nucleobase (N1 acceptor, H-N2 donor) is isomeric with that of adenosine (N1 acceptor, H-N6 donor).
2-Amino Purine (2-AP) is a fluorescent molecule that is classified as an adenine and guanine analog, and thus can pair with
both thymine and cytosine bases (1). It is an attractive choice for use as a probe in nucleic acid secondary structural studies,
both because its fluorescence is highly sensitive to the nature of the local environment, and because it usually does not
significantly affect duplex stability (2). Examples include the hairpin-loop structure of the (CAG)8 repeat, involved in several
neurodegenerative disorders—2AP substituted for A (3), the G-quadruplex telomeric structure [AGGG(TTAGGG)3]—2AP
substitute for A (4). 2-AP also has been used to characterize the effects of DNA mismatch repair on mutagenesis induced by
several different nucleoside analogs (5).

2-Amino purine nucleoside allows the study of the role of exocyclic functional groups, base stacking, and hydrogen bonding
patterns in purine-containing nucleic acids. For example, replacement of guanosine residues with 2-AP in the core region of
hammerhead ribozymes was useful in determining their role in stabilizing the transition state of ribozyme cleavage (6). The
nature of hydrogen-bonding between G-A mismatches in RNA internal loops was studied with 2-AP (7). The role of
hydrogen-bonding and stacking interactions in the stability of GNRA loops was probed using 2-AP substitutions (8). The
thermodynamic parameters for RNA loops of the type (A)n were determined using time-resolved spectrofluorimetry on RNAs
bearing 2-AP residues in place of A residues, since 2-AP is blue fluorescent and was found to have properties in the (A)n
region that were otherwise very similar to adenosine (9). In this sense, 2-AP can be used as a non-invasive conformational
probe in RNA studies. Of the different phosphoramidites that have been used for 2-aminopurine riboside incorporation into
RNA oligonucleotides (6-10), we have chosen to offer 2-Aminopurine riboside CEP in the particular form shown (6,9) which
appears to offer the best results in RNA synthesis yield and purity. References
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